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On this way we want to regard the new study of prof. dr M.
Rakocevi¢ which will be published next year on the English
language

The
LOGIC
of the
GENETIC CODE

This study will be continuance of the book Gens, Molecules
and Language which was published in 1988 and has been
sold out for a few months. As it is known, in the study
Gens, Molecules and Language author discovered the
periodic law and the periodic system of the genetic code.
The result of the new research is absolutely a new theory.
In this new theory we see that genetic code has a specially
logic unknown in science.

In this study author presents us seriously axioms and laws
of the genetic code origin and the way of the life evolution
on our planet. The book contents many graphics and tables.
This new study contents fundaments science theory and
known experimental facts.

Those experimental facts are accordance with mathematics,
chemistry, molecular biology, information theory and
system theory.

We believe that this study will be interesting for many
people and therefore we give you a work of dr M.
Rakocevic presented on 6th Congress of the Federation of
European Societes of Plant physiology (FESPP) in Split 4-
10. Sept. This work was presented on the Congress in
poster form but now, on the base of Poster discussion, we
give you in the form of the scientific work.

We ask you to subscribe for this study because it is likely it
will be sold out very quickly.

The study THE LOGIC OF THE GENETIC CODE,

You can order from IRO Prosvera - agency ol export-
import, Terazije 7
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Faculty of Science Department of Chemistry
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Abstract

This research has led to the discovery of the periodic law of
the amino acid code. The amino acid code can be
developed into the periodic system (and the table), in which
each of 20 natural amino acids has an exactly established
place. On the basis of the periodic system, it is possible to
construct amino acid ring in which amino acids are
distributed according to the criteria of similarity - difference.
The results of the research show that the periodic system
and the amino acid ring can be shown in two ways. The first
way is according to the criteria: the type of bond between
first and second base in the codon triplet (PYPY; PuPy, ie.

Pupu; Pypu); and the second way, according the criteria:
middle base (Py or Pu).

Out of the codon matrix, which actually represents a genetic
code matrix - a matrix of the distance between the amino
acid pairs - can also be drawn. In this matrix which
represents also a optimal law of the amino acid code, there
is a order made up of number one, by the diagonal
(noughts), representing minimum - unit distance between
amino acids.

The observation of all these relations which are the
outcome of the periodic law (actually, of the law of binary
coding) can be of great importance for decoding of
conformational forms and stereochemical structures of
proteins. Discovery of the periodic law and periodic system
of the amino acid code can also throw a new light on the
question of the beginning of life and its evolution.



Introduction

In recent years, there have been several attempts at
bringing the characteristics of the genetic code into relation
with the chemistry of the protein amino acids. In this
respect, the papers of R. Swanson (1984) and R. Doolitle
(1985) are particularly significant. R. Swanson has
demonstrated that the genetic code can be reduced and
interpreted to a "Gray code" model, by way of the binary
logic, and that a search for a unifying concept of the amino
acid code makes sense. On the other hand, R. Doolittle has
demonstrated that the main factors influencing the
encoding process in the genetic code, are: polarity and
molecular size of amino acids. However, in spite of such
specification, the impossibility of amino acid classification
into four groups, according to the four codon groups in the
genetic code table (with U, C, A or G as the middle bases),
has not been explained so far. This paper is trying to
answer the question, and to point at the correlation between
the chemistry of the amino acids and the cybernetics of the
genetic code.

Preliminary considerations of the problem

The investigations of the correlations and interdependence
between the genetic code and physico-chemical
characteristics of the amino acids opened new questions and
new problems, rather than answered the preliminary
hypotheses. The most significant "new" issues certainly
include the following questions:

1) Is it possible to arrange the amino acids in the
topological area of physico-chemical characteristics in the
one and only optimal way, i.e. is it possible arrange them in
such a way that the distance from one to another remains
the same? 2) Did the evolutionary process of the life on
Earth, perhaps, begin with a two-letter (A, ), instead of the
four-letter (A,T,G,C) alphabet? 3) Was the codon triplet
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